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Figure 4-1 T cell recognition of a peptide-MHC complex.
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HIA-A fpe Bone marrow donors Al cord units Ewropean Caucasoid — Non-European African and Affo- Oriental CBU
n=7il n=1300 CBU Caucaseid CBU Caribbean CBU n=219
n=2933 n=3467 n=152
Al 335 328 L3658 302 211 69 1
A2 484 41.7 46.7 201 375 58.6
A3 256 19.7 230 g7 171 6.9
A23 (9) 2.6 43 L37 22 18.4 0|
A24 (D) 14.7 16.7 136 262 02 45
A25 (10) 41 21 3l 03 0.7 0
Al6 (10) 2.3 TA4n 5.9 10.1 4.6 34
A34 (10) 0 0.5 0 03 39 34
As6 (10 0 0.6 0.7 0 0.7 0
All 12.8 16.1 138 248 5.9 345
A29 (19) B8 5.5 6.9 1.9 5.9 0
A0 (19 3.0 5.6 38 44 19.1 6.9
A3l (19) 34 43 4.0 6.3 20 0
A32 (19) 7.1 7.1 6.8 8.7 53 6.9
Al3 (19) 0.8 6.3 27 142 79 13.8
A74 (19) 0.1 0.7 0.1 0.5 53 0
AGE (28) 6.1 9.5 6.8 144 14.8 0
AG9 (28) 0 0.1 0.1 03 0 0
A36 0 0.8 0.1 0 6.6 0
Ad43 0 0 0 0 0 0
AB0 0 0.1 0 0 13 0




HLA-A Bs Frecuencias (%)
Corrientes | As! | Chiriguanos 2 | Italia3| Hispanica 4 | Caucasica ® | Colombia 6
1 8.4 10.1 1.9 12.1 7.0 15.0 5.1
2 26.4 25.8 26.4 25.4 27.1 28.4 22.2
3 6.4 8.7 0.0 11.4 8.1 13.2 7.9
11 6.8 5.7 0.9 6.0 6.4 7.0 5.0
23 1.3 2.5 0.0 2.5 3.7 1.3 7.2
24 11.9 10.9 14.2 12.2 13.2 6.8 19.1
25 0.6 2.3 0.9 1.9 0.9 3.6 1.1
26 3.5 4.1 0.9 5.0 3.0 4.6 3.3
29 7.7 4.5 0.9 3.6 4.6 4.5 3.7
30 3.9 4.9 0.0 5.0 24.3 1.9 6.7
31 11.3 6.4 26.4 2.5 5.0 3.2 4.2
32 2.9 4.0 0.0 5.1 2.7 4.3 1.8
33 1.3 2.4 2.8 2.2 3.3 1.2 4.1
34 0.6 0.3 0.0 0.1 0.3 0.2 0.6
36 0.3 0.0 0.0 0.0 0.3 0.0 0.4
68 5.5 6.3 24.5 3.9 0.0 3.9 5.6
69 0.6 0.3 0.0 0.0 0.6 0.2 0.4
80 0.3 0.1 0.0 0.0 0.3 0.0 0.1







TABLE 20-3 MOLECULAR MIMICRY BETWEEN PROTEINS OF INFECTIOUS
ORGANISMS AND HUMAN HOST PROTEINS

Protein® Residue’ Sequence’

Human cytomegalovirus 1E2 79 PDPLGRPDERED
HLA-DR molecule &l YVTELGRPFPFDAE
Paliovirus VP2 70 A TTKESRGTT
Acetylcholine receptor 176 TYIRKESRGTEK
Papilloma virus E2 76 SLHLESLEKDS
Insulin receptar iy VYGLESLEDL
Rabies virus glycoprotein 147 TKESLVIILS

Insulin receptor Jod4 MEESLVYISE

Klgbsiella pnewmoniae nitrogenase |86 SEQTDREDE
HLA-B27 molecule 70 EAQTDREDL
Adenovirus 12 E1B 184 LERGCMFRPSQC N
ce-Gliadin 206 LGQGSFRPSEQON
Human immunodeficiency virus p24 160 L VETTTPS

Human Igl constant region 4t GCYETTTERS

Measles virus P3 13 ECIRALK
Corticotropin | & ECIRACKEK

Measles virus '3 31 SDNLGOQE

Myelin basic protein i ISFKLG QI

*Im cach pair, the human peotem 8 lsted second. The protemns in each padr have been shown to exhibul immumologee cross-reaciiviiy.

tEach number mdiwates the positeen in the intact protein of the anuno-terminal amane acid i the Hated sequence.

Famine acid eesidues are indicated by single-letier code. Tdentical residues are shown i blue.

SOURCE: Adapted from MBA Oldstane, 1987, Cefl 50:819,
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POLIMORFISMO POLIGENIA POLIMORFISMO

SEROLOGICO GENOMICO
24 A1 A2, .......A80 A A*0101, *0102 ... *0201, *0202 .... *8001 83
Técnicas
serologicas 9 Cwil, ... Cw10 C Cw*0102, Cw*0103 ............... Cw*1803 42
:/;'/ 49 B7,BS§, ........ B81 B B*0702 ... 0708, ........................B"8201 186

C

DRA1*0101....ccoveeveneeeen..... DRAT*0102 2
Técnicas genomicas
< 17 DR1,DR2,...DR18 DRB1*0101, *0102...............DRB1*1001 184
| 2
5
§ DQA1*0101, *01021 ...........DQA1*0601 18
= . .
I § 7 DQ1, DQ2, ....DQY DQB*0501, *0502*..............DQB1*0402 31
SSP  SSO @
DPA1*0103, *0104 .............. DPA1*0401 10
6 | DP1, DPE,.....DPﬁ' DPB*01011, *01012 ............ DPB1*7301 87

\,’1 A487.779.650.000 115.834.478.554.880 c—/
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¢, Mecanismo de evasion de virus y células tumorales?
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